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FIGURE Z -\ 



1 GAATTCTCGA GTCGACGTTG GACTTGAAGG AATGCCAAGA GATGCTGCCC 

51 CCACCCCCTT AGGCCCGAGG GATCAGGAGC TATGGGACCA GAGGCCCTGT 
1 MetGlyPro GluAlaLeuSer 



101 CATCTTTACT GCTGCTGCTC TTGGTGGCAA GTGGAGATGC TGACATGAAG 
8 SerLeuLe uLeuLeuLeu LeuValAlaS erGlyAspAl aAspMetLys 



151 GGACATTTTG ATCCTGCCAA GTGCCGCTAT GCCCTGGGCA TGCAGGACCG 
24 GlyHisPheA spProAlaLy sCyeArgTyr AlaLeuGlyM etGlnAspArg 

201 GACCATCCCA GACAGTGACA TCTCTGCTTC CAGCTCCTGG TCAGATTCCA 
41 ThrllePro AspSerAspI leSerAlaSe rSerSerTrp SerAspSerThr 

251 CTGCCGCCCG CCACAGCAGG TTGGAGAGCA GTGACGGGGA TGGGGCCTGG 
58 AlaAlaAr gHisSerArg LeuGluSerS erAspGlyAs pGlyAlaTrp 

301 TGCCCCGCAG GGTCGGTGTT TCCCAAGGAG GAGGAGTACT TGCAGGTGGA 
74 CysProAlaG lySerValPh eProLysGlu GluGluTyrL euGlnValAsp 

351 TCTACAACGA CTGCACCTGG TGGCTCTGGT GGGCACCCAG GGACGGCATG 
91 LeuGlnArg LeuHisLeuV alAlaLeuVa lGlyThrGln GlyArgHisAla 

401 CCGGGGGCCT GGGCAAGGAG TTCTCCCGGA GCTACCGGCT GCGTTACTCC 
108 GlyGlyLe uGlyLyeGlu PheSerArgS erTyrArgLe uArgTyrSer 

451 CGGGATGGTC GCCGCTGGAT GGGCTGGAAG GACCGCTGGG GTCAGGAGGT 
124 ArgAspGlyA rgArgTrpMe tGlyTrpLys AspArgTrpG lyGlnGluVal 

501 GATCTCAGGC AATGAGGACC CTGAGGGAGT GGTGCTGAAG GACCTTGGGC 
141 IleSerGly AsnGluAspP roGluGlyVa lValLeuLys AspLeuGlyPro 

551 CCCCCATGGT TGCCCGACTG GTTCGCTTCT ACCCCCGGGC TGACCGGGTC 
158 ProMetVa lAlaArgLeu ValArgPheT yrProArgAl aAepArgVal 

601 ATGAGCGTCT GTCTGCGGGT AGAGCTCTAT GGCTGCCTCT GGAGGGATGG 
174 MetSerValC ysLeuArgVa iGluLeuTyr GlyCysLeuT rpArgAspGly 

651 ACTCCTGTCT TACACCGCCC CTGTGGGGCA GACAATGTAT TTATCTGAGG 
191 LeuLeuSer TyrThrAlaP roValGlyGl nTlirMetTyr LeuSerGluAla 

7 01 CCGTGTACCT CAACGACTCC ACCTATGACG GACATACCGT GGGCGGACTG 
208 ValTyrLe uAsnAspSer ThrTyrAspG lyHisThrVa lGlyGlyLeu 

751 CAGTATGGGG GTCTGGGCCA GCTGGCAGAT GGTGTGGTGG GGCTGGATGA 
224 GlnTyrGlyG lyLeuGlyGl nLeuAlaAsp GlyValValG lyLeuAspAsp 

801 CTTTAGGAAG AGTCAGGAGC TGCGGGTCTG GCCAGGCTAT GACTATGTGG 
241 PheArgLys SerGlnGluL euArgValTr pProGlyTyr AspTyrValGly 

851 GATGGAGCAA CCACAGCTTC TCCAGTGGCT ATGTGGAGAT GGAGTTTGAG 
258 TrpSerAs nHisSerPhe SerSerGlyT yrValGluMe tGluPheGlu 



901 TTTGACCGGC TGAGGGCCTT CCAGGCTATG CAGGTCCACT GTAACAACAT 
274 PheAspArgL euArgAlaPh eGlxxAlaMet GlnValHisC ysAsnAsnMet 

951 GCACACGCTG GGAGCCCGTC TGCCTGGCGG GGTGGAATGT CGCTTCCGGC 
291 HisThrLeu GlyAlaArgL euProGlyGl yValGluCys ArgPheArgArg 

1001 GTGGCCCTGC CATGGCCTGG GAGGGGGAGC CCATGCGCCA CAACCTAGGG 
308 GlyProAl aMetAlaTrp GluGlyGluP roMetArgHi sAsnLeuGly 

1051 GGCAACCTGG GGGACCCCAG AGCCCGGGCT GTCTCAGTGC CCCTTGGCGG 
324 GlyAsnLeuG lyAspProAr gAlaArgAla ValSerValP roLouGlyGly 

1101 CCGTGTGGCT CGCTTTCTGC AGTGCCGCTT CCTCTTTGCG GGGCCCTGGT 
341 ArgValAla ArgPheLeuG InCysArgPh eLeuPheAla GlyProTrpLeu 

1151 TACTCTTCAG CGAAATCTCC TTCATCTCTG ATGTGGTGAA CAATTCCTCT 
358 LeuPheSe rGluIleSer PhelleSerA spValValAs nAsnSerSer 

1201 CCGGCACTGG GAGGCACCTT CCCGCCAGCC CCCTGGTGGC CGCCTGGCCC 
374 ProAlaLeuG lyGlyThrPh eProProAla ProTrpTrpP roProGlyPro 

1251 ACCTCCCACC AACTTCAGCA GCTTGGAGCT GGAGCCCAGA GGCCAGCAGC 
391 ProProThr AsnPheSerS erLeuGluLe uGluProArg GlyGlnGlnPro 



1301 CCGTGGCCAA GCCCGAGGGG AGCCCGACCG CCjATCCTCAT CGGCTGCCTG 



408 ValAlaLy sProGluGly SerProThrA la 



IleLeuIl eGlyCysLeu 



1351 GTGGCCATCA TCCTGCTCCT GCTGCTCATC ATTGCCCTCA TGCTCTGGlCG 
424 ValAlallel leLeuLeuLe uLeuLeuIle IleAlaLeuM etLeuTrp ^rg 



1401 


GCTGCACTGG 


CGCAGGCTCC 


TCAGCAAGGC 


TGAACGGAGG 


441 


LeuHisTrp 


ArgArgLeuL 


euSerLysAl 


aGluArgArg 


1451 


AGGAGCTGAC 


GGTTCACCTC 


TCTGTCCCTG 


GGG AC AC TAT 


458 


GluLeuTh 


rValHisLeu 


SerValProG 


lyAspThrll 


1501 


AACCGCCCAG 


GTCCTAGAGA 


GCCACCCCCG 


TACCAGGAGC 


474 


AsnArgProG 


lyProArgGl 


uProProPro 


TyrGlnGluP 


1551 


TGGGAATCCG 


CCCCACTCCG 


CTCCCTGTGT 


CCCCAATGGC 


491 


GlyAsnPro 


ProHisSerA 


laProCysVa 


lProAsnGly 


1601 


TGCTCTCCAA 


TCCAGCCTAC 


CGCCTCCTTC 


TGGCCACTTA 


508 


LeuSerAs 


nProAlaTyr 


ArgLeuLeuL 


euAlaThrTy 


1651 


CCTCGAGGCC 


CGGGCCCCCC 


CACACCCGCC 


TGGGCCAAAC 


524 


ProArgGlyP 


roGlyProPr 


oThrProAla 


TrpAlaLysP 


1701 


CCAGGCCTAC 


AGTGGGGACT 


ATATGGAGCC 


TGAGAAGCCA 


541 


GlnAlaTyr 


SerGlyAspT 


yrMetGluPr 


oGluLysPro 



1751 TTCTGCCCCC ACCTCCCCAG AACAGCGTCC CCCATTATGC CGAGGCTGAC 
558 LeuProPr oProProGln AsnSerValP roHisTyrAl aGluAlaAsp 



1801 ATTGTTACCC TGCAGGGCGT CACCGGGGGC AACACCTATG CTGTGCCTGC 
574 IleValThrL euGlnGlyVa lThrGlyGly AsnThrTyrA laValProAla 

1851 ACTGCCCCCA GGGGCAGTCG GGGATGGGCC CCCCAGAGTG GATTTCCCTC 
591 LeuProPro GlyAlaValG lyAspGlyPr oProArgVal AspPheProArg 

1901 GATCTCGACT CCGCTTCAAG GAGAAGCTTG GCGAGGGCCA GTTTGGGGAG 
608 SerArgLe uArgPheLys GluLysLeuG lyGluGlyGl nPheGlyGlu 



1951 GTGCACCTGT GTGAGGTCGA CAGCCCTCAA GATCTGGTCA GTCTTGATTT 
624 ValHisLeuC ysGluValAs pSerProGln AspLeuValS erLeuAspPhe 

2001 CCCCCTTAAT GTGCGTAAGG GACACCCTTT GCTGGTAGCT GTCAAGATCT 
641 ProLeuAsn ValArgLysG lyHisProLe uLeuValAla ValLysIleLeu 

2051 TACGGCCAGA TGCCACCAAG AATGCCAGGA ATGATTTCCT GAAAGAGGTG 
658 ArgProAs pAlaThrLys AsnAlaArgA snAspPheLe uLysGluVal 

2101 AAGATCATGT CGAGGCTCAA GGACCCAAAC ATCATTCGGC TGCTGGGCGT 
674 LysIleMetS erArgLeuLy sAspProAsn IlelleArgL euLeuGlyVal 

2151 GTGTGTGCAG GACGACCCCC TCTGCATGAT TACTGACTAC ATGGAGAACG 
691 CysValGln AspAspProL euCysMetll eThrAspTyr MetGluAsnGly 

2201 GCGACCTCAA CCAGTTCCTC AGTGCCCACC AGCTGGAGGA CAAGGCAGCC 
708 AspLeuAs nGlnPheLeu SerAlaHisG InLeuGluAs pLysAlaAla 

2251 GAGGGGGCCC CTGGGGACGG GCAGGCTGCG CAGGGGCCCA CCATCAGCTA 
724 GluGlyAlaP roGlyAspGl yGlnAlaAla GlnGlyProT hrlleSerTyr 

2301 CCCAATGCTG CTGCATGTGG CAGCCCAGAT CGCCTCCGGC ATGCGCTATC 
741 ProMetLeu LeuHisValA laAlaGlnll eAlaSerGly MetArgTyrLeu 

2351 TGGCCACACT CAACTTTGTA CATCGGGACC TGGCCACGCG GAACTGCCTA 
758 AlaThrLe uAsnPheVal HisArgAspL euAlaThrAr gAsnCysLeu 

2401 GTTGGGGAAA ATTTCACCAT CAAAATCGCA GACTTTGGCA TGAGCCGGAA 
774 ValGlyGluA snPheThrll eLysIleAla AspPheGlyM etSerArgAsn 

2451 CCTCTATGCT GGGGACTATT ACCGTGTGCA GGGCCGGGCA GTGCTGCCCA 
791 LeuTyrAla GlyAspTyrT yrArgValGl nGlyArgAla ValLeuProIle 

2501 TCCGCTGGAT GGCCTGGGAG TGCATCCTCA TGGGGAAGTT CACGACTGCG 
808 ArgTrpMe tAlaTrpGlu CysIleLeuM etGlyLysPh eThrThrAla 

2551 AGTGACGTGT GGGCCTTTGG TGTGACCCTG TGGGAGGTGC TGATGCTCTG 
824 SerAspValT rpAlaPheGl yValThrLeu TrpGluValL euMetLeuCys 

2601 TAGGGCCCAG CCCTTTGGGC AGCTCACCGA CGAGCAGGTC ATCGAGAACG 
841 ArgAlaGln ProPheGlyG InLeuThrAs pGluGlnVal IleGluAsnAla 



2651 CGGGGGAGTT CTTCCGGGAC CAGGGCCGGC AGGTGTACCT GTCCCGGCCG 
858 GlyGluPh ePheArgAsp GlnGlyArgG InValTyrLe uSerArgPro 

2701 CCTGCCTGCC CGCAGGGCCT ATATGAGCTG ATGCTTCGGT GCTGGAGCCG 
874 ProAlaCysP roGlnGlyLe uTyrGluLeu MetLeuArgC ysTrpSerArg 

2751 GGAGTCTGAG CAGCGACCAC CCTTTTCCCA GCTGCATCGG TTCCTGGCAG 
891 GluSerGlu GlnArgProP roPheSerGl nLeuHisArg PheLeuAlaGlu 

»> 

2801 AGGATGCACT CAACACGGTG TGAATCACAC ATCCAGCTGC CCCTCCCTCA 
908 AspAlaLe uAsnThrVal 

2851 GGGAGTGATC CAGGGGAAGC CAGTGACACT AAAACAAGAG GACACAATGG 

2901 CACCTCTGCC CTTCCCCTCC CGACAGCCCA TCACCTCTAA TAGAGGCAGT 

2951 GAGACTGCAG AAGCCCCTGT CGCCCACCCA GCTGGTCCTG TGGATGGGAT 

3001 CCTCTCCACC CTCCTCTAGC CATCCCTTGG GGAAGGGTGG GGAGAAATAT 

3051 AGGATAGACA CTGGACATGG CCCATTGGAG CACCTGGGCC CCACTGGACA 

3101 ACACTGATTC CTGGAGAGGT GGCTGCGCCC CCAGCTTCTC TCTCCCTGTC 

3151 ACACACTGGA CCCCACTGGC TGAGAATCTG GGGGTGAGGA GGACAAGAAG 

3201 GAGAGGAAAA TGTTTCCTTG TGCCTGCTCC TGTACTTGTC CTCAGCTTGG 

3251 GCTTCTTCCT CCTCCATCAC CTGAAACACT GGACCTGGGG GTAGCCCCGC 

3301 CCCAGCCCTC AGTCACCCCC ACTTCCCACC TGCAGTCTTG TAGCTAGAAC 

3351 TTCTCTAAGC CTATACGTTT CTGTGGAGTA AATATTGGGA TTGGGGGGAA 

3401 AGAGGGAGCA ACGGCCCATA GCCTTGGGGT TGGACATCTC TAGTGTAGCT 

3451 GCCACATTGA TTTTTCTATA ATCACTTGGG GTTTGTACAT TTTTGGGGGG 

3501 AGAGACACAG ATTTTTACAC TAATATATGG ACCTAGCTTG AGGCAATTTT 

3551 AATCCCCTGC ACTAGGCAGG TAATAATAAA GGTTGAGTTT TCCACAAAAA 

3601 AAAAAAAAAA AAAAAAAAAA AAAAAAAAAA AAAAAAA 
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